Key indicators: single-crystal X-ray study; T = 173 K; mean (C-C) = 0.005 Å; R factor = 0.068; wR factor = 0.133; data-to-parameter ratio = 15.6.
In the title molecule, C 24 H 19 NO 6 S, the heterocyclic thiazine ring adopts a half-chair conformation with the S and N atoms displaced by 0.180 (5) and 0.497 (5) Å , respectively, on opposite sides of the mean plane formed by the remaining ring atoms. The benzene rings of the benzothiazine unit and the methoxyphenyl group are almost coplanar, with the dihedral angle between the mean planes of these rings being 5.9 (2) , while the benzene ring of the 2-oxo-2-phenylethyl group is inclined at 79.68 (11) and 81.01 (10) , respectively, to these rings. The molecular structure is consolidated by intramolecular O-HÁ Á ÁO and C-HÁ Á ÁN interactions, and the crystal packing is stabilized by weak C-HÁ Á ÁO hydrogen bonds.
Related literature
For background information on the synthesis of related compounds, see: Siddiqui et al. (2007) . For the biological activity of 1,2-benzothiazine derivatives, see: Lombardino & Wiseman (1972) ; Gupta et al. (1993 Gupta et al. ( , 2002 ; Zia-ur-Rehman et al. (2006) ; Ahmad et al. (2010) . For a related structure, see: Siddiqui et al. (2008) . Table 1 Hydrogen-bond geometry (Å , ). (iii) Àx þ 1 2 ; Ày þ 1; z À 1 2 ; (iv) Àx þ 1 2 ; Ày þ 1; z þ 1 2 .
Experimental

Crystal data
Figure 1
The molecular structure of the title compound. Displacement ellipsoids are drawn at the 50% probability level. H atoms are presented as small spheres of arbitrary radius.
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Figure 2
A view of the C--H···O hydrogen bonds (dotted lines) in the crystal structure of the title compound. H atoms not participating in hydrogen-bonding were omitted for clarity. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
3-[Hydroxy(3-methoxyphenyl)methylidene]-2-(2-oxo-2-phenylethyl)-3,4-dihydro-2H
R int = 0.059 θ max = 27.5°, θ min = 3.0°h = −23→23 k = −14→14 l = −25→25 Refinement Refinement on F 2 Least-squares matrix: full R[F 2 > 2σ(F 2 )] = 0.068 wR(F 2 ) = 0.133 S = 1.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 0.43448 (4) 0.23066 (7) 0.49448 (4) (15) Geometric parameters (Å, º) S1-O2 1.430 (2) C10-C15 1.395 (4) S1-O1 1.435 (2) C11-C12 1.385 (4) S1-N1 1.635 (3) C11-H11 0.9500 S1-C1 Symmetry codes: (i) −x+1, −y+1, −z+1; (ii) −x+1/2, y+1/2, z; (iii) −x+1/2, −y+1, z−1/2; (iv) −x+1/2, −y+1, z+1/2.
